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pkinase: domain 1 of 1, from 23 to 279: score 346. 3, E = 3.4e-100 

*->yelleklGeGsfGkVykakhk.tgkivAvKilkkesls IrE 

+e++e+lG G+f++V +a++k tgk++AvK+++k+ 1++++++ +E 
68730 23 FEFKET LGTGAFSEVVLAEEKaTGKLFAVKCI PKK ALKgkessiENE 69 

f * 

iqilkrlsHpNIvrllgvfedtddhlylvmEymegGdLfdyirrngplse 
i++l++++H+NIv 1 +++e +++hlylvm+++ gG+Lfd+++++g ++e 
68730 70 IAVLRKIKHENIVALEDI YE-SPNHLYLVMQLVSGGELFDRIVEKGFYTE 118 

f * 

keakkialQilrGleYLHsngivHRDLKpeNILlden. . .gtvKiaDFGL 
k+a +++Q+1 + + YLH++givHRDLKpeN+L +++ + + + + i+DFGL 
68730 119 KDASTLI RQVLDAVYY LHRMGIVHRDLKPENLLYYSQdeeSKIMISDFGL 168 

f * f * 

Aril. . . eklttfvGTpwYmmAPEvilegrgysskvDvWSlGviLyEllt 
++ + + + ++ + t +GTp+Y+ APEv 1 +++ys++vD WS+Gvi y 11+ 
68730 169 SKMEgkgDVMSTACGTPGYV-APEV-LAQKPYSKAVDCWSIGVIAYILLC 216 

ggplfpgadlpaf tggdevdqliif vlklPf sdelpktridpleelf rik 
g +Pf+d ++ ++lf+ + 

68730 217 G YPPFYD ENDSKLFEQI 233 

kr rlplpsncSeelkdLlkkcLnkDPskRpGsatakeilnhpwf < 

++ + + +p ++ +S+++kd+++ + +kDP+kR+ t++++ hpw+ 
68730 234 LKaeye f DS PYWDDI S DS AKDFIRNLMEKDPNKRY TCEQAARH PWI 279 



FIGURE 3A 
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serkin_6: domain 1 of 1/- from 23 to 27 9: score 386.6, E = 2.5e-112 : , 

*->YellkklGkGaFGkVylardkktgrlvAiKvik erilrE 

+e+ ++1G GaF++V la +k tg+l+A+K+i+++ ++++ +i++E 

68730 23 FEFKET LGTGAFSEWLAEEKATGKLFAVKCIPkk alkcrkeSSIENE' 69 

f * 

ikiLkk.dHPNIVkLydvfed.dklylVmEyceGdlGdLfdllkkrgrrg 
i++L+k +H+NIV L d++e++++lylVm +++G G+Lfd+++++g 
68 730 70 IAVLRKiKHENIVALEDIYESpNHLYLVMQLVSG — GELFD RIVEKGF — 115 

IrkvlsE . earf yf rQilsaLeYLHsqgliHRDLKPeNiLLds hv 

++E++a ++rQ+l+a+ YLH++gI+HRDLKPeN+L S+++++ + 
68730 116 YTEkDASTLI RQVLDAVYY LHRMG IVHRDLKPENLLY YSgdeesKI 161 

KlaDFGlArql tt f vGTpeYmAPEvl . . . gYgkpavDiWSlGci 

+++DFG1++ + +++ +t +GTp Y+APEvl +++Y+k avD WS+G+i 
68730 162 M I S D FGLS KMEg kgd vmS T ACGT PG YVAPEVLaqkP YS K- AVDC WS I G VI 210 

lyElltGkpPFp. .qldlif kkig SpeakdLikklL 

y+ll+G+pPF+++++ ++f++i++ +++ +++++++ S++akd+i++l+ 
68730 211 AYILLCGYPPFYdeNDSKLFEQILkaeyef dspywddiSDSAKDFIRNLM 260 

vkdPekRlta.eaLedeldikaHPf f<-* 
+kdP+kR+t+++a + HP++ 
68730 261 EKDPNKRYTCeQAAR HPWI 27 9 
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tyrJcin_6: domain 1 of 1/ from 23 to 279: score 3 5 V 7 , E =^ 4 e - 14 ? 

*->ltlgkkLGeGaFGeVykGtlk. . . ieVAVKtLkeda keeFlrE 

+++++LG GaF eV++ + + k ++ AVK++ + a ++++ + +E 
68730 23 FEFKET LGTGAFSEVVLAEEKatqKLFAVKCIPKK AlkakESSIENE 69 

akiMkklGgkHpNiVkLlGvcteegrrFmevePlmivmEymegGdLldyL 
+ +++k+ kH+NiV+L + ++ l++vm +++gG L d++' 

68730 70 IAVLRKI — KHENIVALEDI YESP NHLYLVMQLVSGGELFDRI 110 

rknrpklslsdLlsfAlQIAkGMeYLesknfvHRDLAARNcLvgenk. . . 
++ + +d Q+ + YL++ + ++VHRDL N L+ + + + 

68730 111 - VEKGFY TEKDASTLI RQVLDAVYY LHRMG IVHRDLKPENLLY YSQDees 159 

vvKIsDFGLsRdlyddDkkGeskdyYrkkggkggktllPirWmAPEslkd 
+ IsDFGLs+ + + d+ +++ g+ + APE+1 
68730 160 KIMISDFGLSKMEGKG DVMSTAC — GTPG YVAPEVLAQ 195 



gkFtskSDVWSFGVlLWEiftlGeqPYpgeiqqfmsneevleylkkGyRl 
+ ++ + D WS GV + i+ G +P ++ +++ ++e++ k ++ 

68730 196 KPYSKAVDCWS IGVIAY- ILLCG YPPFYD ENDSKLFEQILKAEYE 239 

pkPendlpiSs. . . . vtCPdelYdlMlqCWaedPedRPtFsel . .verl< 
++ ++ + + d + +1M++ dP++R t ++ ++ + 
68730 240 FDSPY WddisDSAKDFIRNLMEK DPNKRYTCEQAarHPWI 279 
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pkinase: domain 1 of 1, from 356 to 613: score 350.2, E = 2.3e-101 

*->yelleklGeGsfGkVykakhk. tgkivAvKilkkesls IrE 

ye+++++G G+f++V++++h++t + +A+Ki++k++l+++++ +e 
Y E TG R V I G DGN FA V VKEC RH Re T RQ A Y AMK 1 1 DKS RL Kg ke dm v DS E 402 



69112 356 



69112 



iqilkrlsHpNIvrllgvfedtddhlylvmEymegGdLfdylrrngplse 
i i ++lsHpNIv+l++v+e td ++yl++Ey+ gGdLfd + + +++ e 
69112 403 ILIIQSLSHPNIVKLHEVYE-TDMEIYLILEYVQGGDLFDAIIESVKFPE 451 

keakkialQilrGleYLHsngivHRDLKpeNILlden gtvKiaDFG 

++a ++ +++++1 ++H+++ivHRDLKpeN+L+ +n++++ t+K+aDFG 
4 52 PDAALMIMDLCKALVHMHD KSIVHRDLKPENLLV ORNedk.sTTT.PCT.nnirn 50 1 

LArll.eklttfvGTpwYmmAPEvilegrgysskvDvWSlGviLyElltg 
LA+ + + t++GTp+Y+ APE+ 1+ +gy+ +vD+W+ GviLy 11+g 
69112 502 LAKHVvRPI FTVCGT PT YV-APEI-LSEKGYGLEVDMWAAGVI LYI LLCG 54 9 

gplfpgadlpaftggdevdqliifvlklPfsdelpktridpleelfrikk 

+Pf+ ++ +elf+i++ 

69112 550 FPPFRS PERDQDELFNI IQ 568 

r rlplpsncSeelkdLlkkcLnkDPskRpGsatakeilnhpwf<- 

++ + ++p ++n+S+++kdL++++L +DP+kR+ ta+++l+hpw+ 
69112 569 Lghf e f LPPYWDNI S DAAKDLVSRLLVVDPKKRY TAHQVLQH PWI 613 



FIGURE 4A 
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serkin_6: domain 1 of 1, from 356 to 613: score 372.7, E = 3.8e-108 

*->YellkklGkGaFGkVylardkktgrlvAiKvik erilrE 

Ye ++++G G F++V+ +r+++t + +A+K+i++++ +++++++ + E 
69112 356 YETGRVIGDGNFAVVKECRHRETRQAYAMKIIDksrlkgkeDMVDSE 402 

ikiLkk.dHPNIVkLydvfed.dklylVmEyceGdlGdLfdllkkrgrrg 
i i ++ HPNIVkL++v+e++ ++yl++Ey+ G GdLfd + + + 
69112 403 ILIIQSlSHPNIVKLHEVYETdMEIYLILEYVQG — GDLFDAIIESVK — 448 

IrkvlsE . earf yf rQilsaLeYLHsqgliHRDLKPeNiLLds h 

++E++a+ ++ +++aL ++H++ I+HRDLKPeN+L+ ++++++++ 
69112 449 FPEpDAALMIMDLCKALVHMHDKS IVHRDLKPENLLV QRnedkstT 494 

vKlaDFGlArql ttf vGTpeYmAPEvl . . . gYgkpavDiWSlGcil 

+KlaDFGlA+++ ++ t++GTp Y+APE+l+++gYg +vD+W+ G+il 
69112 495 LKLADFGLAKH Vvrp i FT VCGT PT YVAPE I Ls e kG YGL-E VDMWAAGVI L 543 

yElltGkpPFp qldlifkkig . .SpeakdLikkl 

y+ll+G pPF+++++++d++f++i ++ + ++++++ S+ akdL+++l 
69112 544 YILLCGFPPFRsperDQDELFNIIQlghf ef IppywdniSDAAKDLVSRL 593 

LvkdPekRlta . eaLedeldikaHPf f <-* 
Lv+dP+kR+ta+++L+ HP+ + 

69112 594 LWDPKKRYTAhQVLQ HPWI 613 



FIGURE 4B 
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tyrkin_6: domain 1 of 1, from 356 to 613: score 50.0, E = 5 . 3e-15 

*->ltlgkkLGeGaFGeVykGtlk. . . ieVAVKtLkeda . . . . keeFlrE 
+ g+ ++G G+F +V + + + -f + + + + A K + ++ + + + + + +E 
YETGRVIGDGNFAVVKECRHRetrQAYAMKIIDKSRlkgkEDMVDSE 4 02 



69112 356 



akiMkklGgkHpNiVkLlGvcteegrrFmevePlmivmEymegGdLldyL 
+ i +1 +HpNiVkL+ v + + +++++Ey+ 1 gGdlTd T*" 

69112 403 ILIIQSL--SHPNIVKLHEVYETD MEI YLI LEYVQGGDLFDAI 443 

rknrpklslsdLlsfAlQIAkGMeYLesknfvHRDLAARNcLvgenk. . . 
++ + ++ +d + + +k + ++k +vHRDL N Lv +n +++ 
69112 44 4 IESVK-FPEPDAALMIMDLCKALVHMHDKS IVHRDLKPENLLVQRNEdks 4 92 

f * 

. vvKIsDFGLsRdlyddDkkGeskdyYrkkggkggktllPirWmAPEslk 
+ + K +DFGL++ + ++ +g APE ! 

69112 4 93 tTLKLADFGLAKHVVRP IFTV CGTP TYVAPEILS 526 

dgkFtskSDVWSFGVlLWEiftlGeqPYpgeiqqfmsneevleylkkGyR 
+ + + + D W+ GV L+ i+ G +P ++ + + e +++ ++ G+ 
69112 527 EKGYGLEVDMWAAGVILY-ILLCGFPPFRSPE RDQDELFNI IQLGHF 572 

lpkPendlpiSsvtCPdelYdlMlqCWaedPedRPtFsel. . verl<-* 
P++ +d+ dl ++ dP++R t ++ ++ + 

69112 573 EFLPPY WDN I S DAAKDL VS RLL VVDPKKRYTAHQV1 qH PWI 613 



FIGURE 4C 



